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Supplementary table 1 Variance value, the F and P values of agronomic, physico-chemical, 

biochemical and sensory traits investigated, the minimum and maximum values, the average value 

and the standard deviation of all genotypes considered as a homogeneous sample.  

 
 
 

 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 8.484x105 1.519 0.297 n.s. 198.2 3294.8 1215.5 867.15 
Total Yield 

(g/plant) 

Location 1.430x106 2.560 0.153 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 2408.125 3.093 0.080 n.s. 0.8 142.8 38.04 39.57 no of fruits 

Location 1.180x103 1.515 0.258 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 2.918 5.089 0.297 n.s. 4.16 8.64 5.78 1.29 
Equatorial 

diameter (cm) 

Location 0.409 0.714 0.153 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 7.547 47.93 0.00002 ** 3.10 8.73 4.88 1.90 
Polar diameter 

(cm) 

Location 0.024 0.152 0.708 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 74.204 1.850 0.218 n.s. 25.79 51.45 39.19 7.38 Colour  "L" 

Location 16.484 0.411 0.541 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 25.667 0.389 0.589 n.s. 15.52 32.02 25.47 5.13 Colour  "a" 

Location 0.600 0.020 0.892 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 5.657 0.871 0.569 n.s. 5.46 14.68 11.12 2.39 Colour  "b" 

Location 1.020 0.157 0.704 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 0.050 5.388 0.020 n.s. 3.94 4.59 4.17 0.18 pH 

Location 0.102 11.044 0.013 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 0.006 0.611 0.734 n.s. 0.15 0.59 0.41 0.12 Acidity (%) 

Location 0.111 11.852 0.11 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 0.0004 2.116 0.172 n.s. 0.00 0.08 0.03 0.02 
Chloride ions 

(%) 

Location 0.002 9.409 0.018 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 0.363 0.893 0.557 n.s. 4.1 6.8 4.99 0.77 °Brix (%) 

Location 3.515 8.637 0.022 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 3.559 7.902 0.007 n.s. 3.00 8.73 5.86 1.48 Dry matter (%) 

Location 4.995 11.091 0.013 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 0.003 0.254 0.954 n.s. 0.32 0.76 0.47 0.11 Ash (%) 

Location 0.059 4.572 0.070 n.s.     



 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 1448.663 1.325 0.360 n.s. 40.1 158.5 92.88 34.4 
Malic acid 

(mg 100g-1 FWa) 

Location 0.005 5x106 0.998 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 12.957x103 3.070 0.271 n.s. 143.7 523.2 306.09 106.9 
Citric acid  

(mg 100g-1 FW) 

Location 2.461x104 1.617 0.123 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 13.898 8.237 0.006 n.s. 0.00 7.31 2.03 2.81 
Ascorbic acid 

(mg 100g-1 FW) 

Location 9.563 5.668 0.049 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 0.022 1.530 0.294 n.s. 0.00 0.66 0.25 0.20 
Fumaric acid 

(mg 100g-1 FW) 

Location 0.034 22.451 0.002 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 58.02 0.563 0.767 n.s. 5.4 32.1 17.4 0.92 
His 

(mg 100g-1 FW) 

Location 6.76 0.066 0.804 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 74.84 1.121 0.442 n.s. 8.03 39.2 25.7 4.73 
Lys 

(mg 100g-1 FW) 

Location 179.5 2.689 0.145 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 409.4 0.771 0.629 n.s. 10.3 101 44.6 2.74 
Arg 

(mg 100g-1 FW) 

Location 60.45 0.114 0.745 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 3769 0.540 0.782 n.s. 84.2 295 177 1.10 
Gln 

(mg 100g-1 FW) 

Location 9.76 0.002 0.964 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 1841 1.261 0.383 n.s. 33.7 211 109 55.5 
Asn 

(mg 100g-1 FW) 

Location 24680 16.915 0.004 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 109.6 0.370 0.839 n.s. 21.3 68.2 47.2 7.27 
Ser 

(mg 100g-1 FW) 

Location 423.3 1.431 271 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 2592 19.061 0.0005 ** 6.11 142 33.2 1.99 
Asp 

(mg 100g-1 FW) 

Location 31.92 0.237 0.641 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 1736 0.641 0.713 n.s 4.51 188 90.3 19.7 
Glu 

(mg 100g-1 FW) 

Location 3116 1.150 0.319 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 138.7 1.189 0.412 n.s. 6.73 47.2 33.4 3.19 
Thr 

(mg 100g-1 FW) 

Location 81.45 0.697 0.431 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 53.70 1.139 0.434 n.s. 0.00 21.7 16.1 5.26 
Gly 

(mg 100g-1 FW) 

Location 221.9 4.694 0.067 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 40.750 6.071 0.015 n.s. 32 55 42.81 5.22 Tomato Smell 

Location 76.625 11.418 0.012 n.s.     
Sweetness  variance F P Sign. Min. Max Mean St. Dev. 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

a. Fresh weight 
 

Genotype 65.429 3.948 0.045 n.s. 17 42 30.25 6.23  

Location 9.000 0.543 0.485 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 9.848 0.890 0.558 n.s. 19 31 25.19 3.12 Saltness 

Location 0.060 0.005 0.942 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 29.142 0.953 0.524 n.s. 19 37 27.5 5.38 Sourness 

Location 16.000 0.523 0.492 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 22.356 1.714 0.247 n.s. 31 47 38.37 5.45 Flavour 

Location 1.96.000 14.91 0.006 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 28.848 2.196 0.160 n.s. 26 41 33.3 4.76 Hardness 

Location 45.562 3.469 0.105 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 128.857 13.072 0.002 n.s. 29 64 43.5 8.37 Juiciness 

Location 81.000 8.217 0.024 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 38.348 3.731 0.051 n.s. 25 43 30 4.92 Granulosity 

Location 22.562 2.195 0.182 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 136.562 9.711 0.004 n.s. 30 59 48.4 8.38 Skin resistance 

Location 0.062 0.004 0.949 n.s.     
 variance F P Sign. Min. Max Mean St. Dev. 

Genotype 150.964 1.015 0.492 n.s. 26 73 54.1 13.5 Redness 

Location 650.025 4.373 0.075 n.s.     


